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F5677.5084
F5677.5042
F5677.5407
F5677.S378
F5677.5085
F5677.5345
F5677.5346
F5677.S360
F5677.5055
F5677.5293
F5677.5289
F5677.5394
F5677.5002
F5677.5114
F5677.5310
F5677.5008
F5677.5156
F5677.5288
F5677.5264
F5677.5117
F5677.S359
F5677.5060
F5677.5036
F5677.8317
F5677.5334
F5677.5269
F5677.5294
F5677.5276
F5677.5266
F5677.5031
F5677.5402
F5677.5137
F5677.5023
F5677.5295
F5677.5403
F5677.5291
F5677.5035
F5677.5045
F5677.5271
F5677.5385
F5677.5322
F5677.5341
F5677.5399
F5677.5383
F5677.5272
F5677.5028

Group

@D Bascline.A.Plague 1
@D Baseline.A.Plague 2

Campylobacteraceae
Lachnospiraceae_Lachnospiraceae_[XIVa]
Lachnospiraceae_[XIV]
Selenomonadaceae
Flavobacteriaceae
Porphyromonadaceae
Saccharibacteria_(TM7)_[F-1]
Peptostreptococcaceae
Cardiobacteriaceae
Gemellaceae
Flavobacteriaceae
Staphylococcaceae
Lachnospiraceae_[XIVa]
Ruminococcaceae
Synergistetes_[F-2]
Tannerellaceae
Synergistaceae
Erysipelotrichaceae
Bacteroidales_[F-2]
Bacteroidetes_[F-1]
Burkholderiaceae
Corynebacteriaceae
Bifidobacteriaceae
Atopobiaceae_Coriobacteriaceae
Veillonellaceae
Treponemataceae
Atopobiaceae
Carnobacteriaceae
Leptotrichiaceae
Propionibacteriaceae
Fusobacteriaceae
Peptoniphilaceae
Pasteurellaceae
Lactobacillaceae
Neisseriaceae
Aerococcaceae
Peptostreptococcaceae_[XI]
Spirochaetaceae
Fusobacteriaceae
Coriobacteriaceae
Saccharibacteria_(TM7)_[F-2]
Fusobacteriaceae
Actinomycetaceae
Leptotrichiaceae
Corynebacteriaceae
Veillonellaceae
Prevotellaceae
Micrococcaceae
Actinomycetaceae

Streptococcaceae

Family



